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TABLE 3 



bE^ ID MU 


Human 
ID 


Ti s sue Di s t r ibut ion 


490 


1340709 . 1 


Cardiovascular System - 100% 


433 


246916.11 


Cardiovascular System - 12% 


486 


238273.6 


Connective Tissue - 10%, Female Genitalia - 10% 


425 


991612.1 


Connective Tissue - 12% 


422 


71944.2 


Connective Tissue - 13%, Cardiovascular System - 12%, 
Embryonic Structures - 11% 


419 


235169.27 


Connective Tissue - 19%, Unclassified/Mixed - 16% 


452 


149914.32 


Connective Tissue - 20%, Embryonic Structures - 15%, 
Urinary Tract - 14% 


495 


199581.5 


Connective Tissue - 39%, Exocrine Glands - 22%, Digestive 
System - 22% 


499 


326679.1 


Digestive System - 100% 


478 


229079.16 


Digestive System - 14%, Pancreas - 14%, Respiratory System 
- 11% 


492 


1382922.15 


Embryonic Structures - 11% 


483 


216452.26 


Embryonic Structures - 11%, Cardiovascular System - 11%, 
Liver - 11% 


474 


18653.18 


Embryonic Structures - 13%, Stoma to gnathic System - 11% 


420 


238854.22 


Embryonic Structures - 14%, Sense Organs - 13%, 
Unclassified/Mixed - 11%, Skin - 11% 


491 


348080.7 


Embryonic Structures - 21%, Pancreas - 13%, Skin - 10% 


487 


1397900.1 


Embryonic Structures - 21%, Unclassified/Mixed - 13%, 
Digestive System - 11% 


496 


334177.1 


Embryonic Structures - 58%, Liver - 16%, Unclassified/Mixed 
- 15% 


459 


232376.7 


Endocrine System - 13% 


498 


1099669.1 


Endocrine System - 15%, Male Genitalia - 15%, Nervous 
System - 15% 


426 


331609 .14 


Exocrine Glands - 16%, Pancreas - 14%, Musculoskeletal 

fcj_y © lcj.il J- v o 


461 


410014.14 


Exocrine Glands - 47%, Musculoskeletal System - 22%, 


449 


427529 .1 


Female Genitalia - 11% Urinarv Tract - 10% 


411 


1137592.1 


Female Genitalia - 67%, Nervous System - 33% 


442 


198345.3 


Germ Cells - 11% 


401 


348148.41 


Germ Cells - 12%, Male Genitalia - 11% 


415 


27980.2 


Germ Cells - 13%, Hemic and Immune System - 11% 


479 


475017.1 


Germ Cells - 14% 


504 


246362.2 


Germ Cells - 14%, Stomatognathic System - 14%, 
Unclassified/Mixed - 13% 


477 


203528.1 


Germ Cells - 16%, Liver - 11%, Cardiovascular System - 10% 
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PA-0039 US 



TABLE 3 



SEQ ID NO 


Human 
Template 
ID 


Tissue Distribution 


427 


/-v — 1 A /- r-f r-, m 

234677 . 1 


Germ Cells - 18% , Embryonic Structures - 10% 


480 


331451.18 


Germ Cells - 20%, Digestive System - 13%, 

TTnrO a <s.^i -Ft e>ci /Mi vp>d — 11% 


AAA 


1 ^07904 1 


VJfcrX if. 1 L.clia ^X O, rdllL'lCClD xz. o 


o u 




fZcir-m Pol 1 c — TTV n n a t-\/- Tr^rf — 119: 


A0^ 


411^84 9 

111-) ♦ 


riiarTn fpl 1 o _ 0f\%. "RmViT-von \ r* C'tnirhnrpQ _ 1 QS: M^l o 
uci iu LC1J.D au\j o f Ciiiiyji. yuiix^ Ol — L ULUUICD X -7 ^> / l'iCtJ-tS 

Genitalia - 10% 


503 


236253.2 


Germ Cells - 28% 


511 


246935.4 


Germ Cells - 30% 


481 


246290.8 


Germ Cells - 30%, Male Genitalia - 11% 


469 


205241.6 


Germ Cells - 40% 


464 


1166953.1 


Hemic and Immune System - 100% 


416 


1327511.1 


Liver - 100% 


428 


1099747.1 


Liver - 100% 


435 


1042482.1 


Liver - 100% 


441 


1001899.1 


Liver - 100% 


448 


1098449.1 


Liver - 100% 




lUJ J / l / . X 


Liver — xuut> 


457 


1346179.1 


Liver - 100% 


458 


1002701.1 


Liver - 100% 


512 


1019222.1 


Liver - 100% 


514 


1022716.1 


Liver - 100% 


446 


1247195.1 


Liver - 14%, Embryonic Structures - 13% 


431 


234758.1 


Liver - 15%, Exocrine Glands - 10% 


489 


978075.1 


Liver - 16%, Hemic and Immune System - 15%, Endocrine 
System - 11%, Pancreas - 11% 


402 


1383009.65 


Liver - 21%, Female Genitalia - 14%, Embryonic Structures - 
10%, Nervous System - 10% 


404 


369213 .28 


Liver - 23%, Respiratory System - 11% 


501 


206504 .1 


Liver - 26%, Unclassified /Mixed - 23%, Hemic and Immune 
Svstem - 20% 


405 


369213.39 


Liver - 30% 


475 


97341.1 


Liver - 3 5%, Urinary Tract - 27%, Cardiovascular System - 
15%, Endocrine System - 15% 


407 


1245800.1 


Liver - 3 8%, Respiratory System - 14% 


438 


252542.6 


Liver - 86% 


502 


333057.2 


Liver - 88% 


421 


967709.1 


Liver - 90%, Hemic and Immune System - 10% 


447 


474736.11 


Male Genitalia - 10% 
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TABLE 3 



SEQ ID NO 


Human 
Template 
ID 


Tissue Distribution 


A^A 
*± -3 f± 


Z4oy.LO . 1j 


l v la-Le uSUltalla Uigcbtlvc oys i_ej.ii *±Ux> f neiiu.^ alio. 

Immune System - 20% 


410 


308057.1 


Musculoskeletal System - 100% 


432 


407217.1 


Musculoskeletal System - 34%, Stomatognathic System - 29%, 
Liver - 14% 


430 


174274.1 


Nervous System - 100% 




1 1 A 9 A Pi 1 




510 


892236.1 


Nervous System - 100% 


400 


235885.5 


Nervous System - 11% 


414 


234482.3 


Sense Organs - 11% 


468 


1311223.1 


Sense Organs - 12% 


467 


197046.4 


Sense Organs - 17%, Musculoskeletal System - 13%, Endocrine 
System - 12% 


508 


404701.2 


Sense Organs - 18%, Unclassified/Mixed - 14%, Embryonic 
orrucr.ures — ij.^ 


4DU 


zZoj / y . J. 


Sense Organs — 25%, Germ Cells - 13%, Musculoskeletal 
System - 12% 


488 


903849.1 


Skin - 12%, Cardiovascular System - 11% 


AT\ 
4 / 1 


4/4 / 11 . 0 


sxm - u^, Germ cells - lz^ 


CAE 

DUD 


iy oi4i . o 


Skin - 13%, Sense Organs - 12% 


A1 A 
4^4 




Skin - 15%, Embryonic Structures - 14%, Hemic and Immune 
System - 14% 


506 


235106.13 


Skin - 23%, Digestive System - 17%, Exocrine Glands - 12% 


451 


481118.12 


Stomatognathic System - 11% 


497 


337394.18 


Stomatognathic System - 11% 


ro n 


4 / 4 OOU . Z / 


Stomatognathic System - 17%, Germ Cells — 11%, Embryonic 
Structures - 10% 


423 


332413.6 


Stomatognathic System - 17%, Unclassified/Mixed - 12% 


413 


347045.1 


Stomatognathic System - 20%, Germ Cells - 17% 


jUj 


4 U fc> by D . 4 


Stomatognathic System - 26%, Digestive System - 10% 


4 O Z 


At fl(\1 A IK 
41UU14 . 1j 


Stomatognathic System - 62%, Exocrine Glands - 14% 


473 


38495 . 8 


*Jll^ J.aob-1. i_ leu/ jyiJ-jC^U. — _L -Lt> 


443 


230889.9 


Unclassified/Mixed - 12%, Germ Cells - 11%, Male Genitalia 
- 10% 


455 


L 232928.5 


Unclassified/Mixed - 13% 


476 


242821.5 


Unclassified /Mixed - 13% 


417 


223416.6 


Unclassified/Mixed - 14%, Nervous System - 14%, Endocrine 
System - 12% 


429 


216242.2 


Unclassified/Mixed - 15% 


493 


992317.12 


Unclassified /Mixed - 19%, Exocrine Glands - 14% 



PA-0039US 

TABLE 3 



SEQ ID NO 


Human 
Template 
ID 


Tissue Distribution 


412 


978146.2 


Unclassified/Mixed - 19%, Liver - 15%, Germ Cells - 15% 


408 


196677.1 


Unclassified/Mixed - 24%, Endocrine System - 10% 


484 


985408.1 


Urinary Tract - 12%, Female Genitalia - 12%, Pancreas - 11% 


440 


400104.6 


Urinary Tract - 14%, Pancreas - 13%, Female Genitalia - 11% 


472 


903554.2 


Urinary Tract - 19%, Nervous System - 13% 


453 


1135179.1 


Urinary Tract - 33%, Liver - 21%, Connective Tissue - 17% 


507 


235106.1 


Urinary Tract - 78%, Digestive System - 22% 


406 


366288.5 


widely distributed 


409 


232589.78 


widely distributed 


418 


380601.63 


widely distributed 


436 


480324.16 


widely distributed 


437 


41856.14 


widely distributed 


439 


233720.7 


widely distributed 


445 


1248547.1 


widely distributed 


454 


20434.12 


widely distributed 


463 


1326983.14 


widely distributed 


465 


244999.5 


widely distributed 


466 


239501.1 


widely distributed 


470 


335705.2 


widely distributed 


485 


413491.14 


widely distributed 


494 


200068.22 


widely distributed 


513 


411426.42 


widely distributed 
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